. Body mass distributions across the four transformation systems for each of the four functional feeding guilds: omnivores (3209 individuals), detritivores (2242 individuals), predators (1766 individuals), and herbivores (255 individuals). Supplementary Table 1 . Summary and ANOVA tables from the best-fit generalized linear mixed effects models as selected by AIC: (a) negative binomial model testing the effects of transformation system (TrSys) and functional feeding guild (FFG) on species richness (SpRichness); (b) gaussian models testing the effects of transformation system (TrSys) and functional feeding guild (FFG) on density, biomass, and community metabolism (CM). Asterisks denote significance levels: * p < 0.05; ** p < 0.01; *** p < 0.001.
(a)

Model
Fixed Supplementary Table 3 . ANOVA tables from the generalized linear mixed effects models testing the effects of transformation system (TrSys), species richness (SpRichness), and their interaction on energy flux (EF) for the total community data set and also separated into functional feeding guilds (FFG). All models displayed are those that were selected as the best-fit model from the stepwise AIC selection procedure. Asterisks denote significance levels: * p < 0.05; ** p < 0.01; *** p < 0.001. Supplementary Table 4a . Length-mass regression parameters for calculation of individual body masses from measured body lengths. For damaged individuals where body length could not be measured (66 of 7472 individuals), body mass was substituted by species median body mass or order median body mass (for species with single individuals). 'Taxon', 'Group' and 'Further grouping' specify which animals the presented regression has been used for in this study. Regressions were available from the literature that estimate both dry and fresh mass ('Mass type') for different taxa. Supplementary table 4b presents the dry mass-fresh mass conversions, used to convert all estimated body masses to fresh mass. The equations and regression parameters, 'a' and 'b', are presented, as well as the size range the regressions were calculated from ('Min' and 'Max'). All regressions were taken from the literature ('Reference'), with different specific definitions of how body length was measured ('Details of body length measurement') and specificity of the given regression ('Regression specificity'). Supplementary Table 4b . Dry-to-fresh mass conversions from the literature 12 for transformation of dry body masses (DM) (from length-dry mass regression calculations) to fresh mass (FM). Supplementary Methods. Calculation of energy fluxes (F) from community metabolism (X), assimilation efficiencies (e), and losses to predation (L). O, P, D, H, Pl and Dt denote omnivores, predators, detritivores, herbivores, plants and detritus. We denote total flux to a node I as F I and the flux from node J to I as F IJ . For example, F O is the total flux to omnivores and F OP is the flux from predators to omnivores. Assimilation efficiencies of animal food (0.60), plant food (0.45) and detritus food (0.25) 14 are given as e a , e p , and e d , respectively.
(1)
We assume that predators, herbivores and detritivores each contribute to ¼ of the omnivore diet and plants and detritus equally contribute to the remaining ¼.
The community metabolism X of a node is given as
Thus, the energy entering the omnivore node is given as
where equations 2 and 3 were used to replace single fluxes with the fraction of the overall flux.
The efficiency with which omnivores assimilate resources is ( ) .
Now, to express , needs to be replaced by equation 6, which yields ( ) .
The equation for predators is similar but with the assimilation efficiency, yielding ( ) .
We then solve for by inserting equation 7 into 8:
.
Now we calculate using equation 7, and, with and we can calculate and using equations ( )
and ( ) .
